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Figure S 1: Steps of phage display. The phage-display selection procedure 
consists of four basic steps. 1) A phage library is incubated with a target 
protein immobilized on a solid support, during this step some of the 
displayed peptides bind to the target.  2) The support is washed extensively 
to discard all non-bound phages. 3) The phages that are bound to the target 
are eluted and collected. 4) A new library is generated by amplification of 
the eluted phages. The cycle is repeated 3–5 times allowing for the 
accumulation of binders in the library. 
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Figure S 3: Two-step selection of DXS inhibitors. (a) Schematic representation of the streptavidin-coated beads 
used during rounds I and II of the first selection step to retain desthiobiotin-modified DXS and the phages that 
are bound to it (phages not shown). (b) Schematic representation of the Nickel-beads used during round III of 
the first selection step and rounds I and II of the second selection step to retain DXS that has an N-terminal His-
tag and the phages that are bound to it (phages not shown). 

Figure S 2: Reported crystal structure of C. jejuni transketolase, co-crystalized  with 
cofactor ThDP (in red) and acceptor substrate D-ribose-5-phosphate (in yellow). (PDBID:  
3M6L) H-bonding interactions are indicated by black, dashed lines. Binding pockets of 
ThDP and D-ribose-5-phosphate are closely related, and His256A is involved in H-bonding 
interaction with both cofactor and substrate. 
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Figure S 4: Aggregating peptides observed by TEM, at 29000x. (a) P7 was preincubated in assay buffer for 0.5 
h before observation. Fibrous amyloids were formed and the large, net-like structure may explain P7 inhibits 
DXS and IspC without preincubation. (b) P13 was preincubated in assay buffer for 0.5 h before observation. 
Multiple small sphere-like aggregators were formed. This may explain P13 only inhibits DXS and IspC after 30 
h of preincubation, as the small aggregators need time to develop. 
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Figure S 5: MOI study of P12 by varying concentrations of donor substrate pyruvate 
and cofactor ThDP. IC50 values do not depend on both concentrations, indicating P12 
is non-competitive with respect to pyruvate and ThDP. 


