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The integrin LFA-1 (CD11a/CD18) plays a critical role in the interaction of T cells with
antigen presenting cells (APCs) to promote lymphocyte differentiation and proliferation.
This integrin can be present either in a closed or in an open active conformation and its
activation upon T-cell receptor (TCR) stimulation is a critical step to allow interaction with
APCs. In this study we demonstrate that the serine/threonine kinase Ndr2 is critically
involved in the initiation of TCR-mediated LFA-1 activation (open conformation) in T cells.
Ndr2 itself becomes activated upon TCR stimulation and phosphorylates the intracellular
integrin binding partner Filamin A (FLNa) at serine 2152. This phosphorylation promotes
the dissociation of FLNa from LFA-1, allowing for a subsequent association of Talin and
Kindlin-3 which both stabilize the open conformation of LFA-1. Our data suggest that
Ndr2 activation is a crucial step to initiate TCR-mediated LFA-1 activation in T cells.
Keywords: LFA-1, TCR, Ndr2, Filamin A, Talin, Kindlin-3, inside-out signaling, T cells

INTRODUCTION
T lymphocytes require dynamic regulation of adhesive contacts for their interaction with other cell
types. An important mediator of these functions is the integrin lymphocyte function-associated
antigen-1 (LFA-1; CD11a/CD18), which is required for arrest of rolling lymphocytes on the
endothelium, extravasation into lymph nodes or inflamed tissue and interactions with antigen
presenting cells (APCs) (1).
On non-activated T cells, LFA-1 is maintained in a closed conformation with low affinity for
its ligand, the Immunoglobulin-like Cell Adhesion Molecule-1 and 2 (ICAM-1/2). Stimulation of
the T-cell receptor (TCR) by Ag/MHC-complexes induces a conformational opening of LFA-1 that
increases its affinity for ICAM-1 and facilitates avidity modulation (clustering) of LFA-1, a process
termed “inside-out signaling” (1–3). Subsequently, extracellular binding of the ICAM-1 ligands to
LFA-1 provides a co-stimulatory signal to the T cells to drive their activation, differentiation and
proliferation (“outside-in signaling”) (1, 4).
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Three intracellular binding partners of LFA-1, i.e., Filamin
A (FLNa), Kindlin-3 and Talin have been reported to regulate
inside-out-signaling of LFA-1 in T cells (1). While FLNadeficiency in T cells increases T-cell adhesion and LFA-1
activation (5, 6), loss of Talin or Kindlin-3 in lymphocytes
abolishes T-cell adhesion to ICAM-1 and affinity regulation of
LFA-1 (7–11). Talin, Kindlin-3 and FLNa bind to overlapping
sites within the cytoplasmic tail of the LFA-1 β2-chain (CD18)
(12, 13). Moreover, Talin competes with FLNa for binding to
the cytoplasmic tail of CD18 in vitro (14). The current model
of LFA-1 activation therefore proposes that in non-activated
T cells FLNa is bound to LFA-1 keeping the integrin in an
inactive (closed) conformation. Upon TCR-stimulation, FLNa
dissociates from CD18, Talin and Kindlin-3 are recruited to
the plasma membrane and interact with LFA-1 to promote the
activated (open) conformation. Thus, the dissociation of FLNa
from LFA-1 appears to be a critical step in this activation process.
However, the molecular mechanisms and the intracellular signals
that control the release of FLNa from CD18 are not sufficiently
understood.
The small GTPase Rap1 is key regulator of integrin activation
(15). Activated Rap1 binds to the Rap1 effector proteins regulator
for cell adhesion and polarization enriched in lymphoid tissue
(RAPL) and Rap1–GTP interacting adapter molecule (RIAM)
(16–18). Another critical component for TCR-regulated insideout signals is a complex consisting of the two cytosolic adapter
proteins adhesion and degranulation promoting adapter protein
(ADAP) and src kinase-associated phosphoprotein of 55 kDa
(SKAP55) (19, 20). Loss of these proteins attenuates TCRmediated adhesion and interaction with APCs (21–23). In this
complex SKAP55 constitutively interacts with RAPL or RIAM
(24, 25). The loss of SKAP55 or disruption of these interactions
abrogates membrane targeting of RAPL, RIAM, and Talin and
also their interaction with LFA-1 (24–28). Moreover, SKAP55
also participates in outside-signaling events regulating LFA-1mediated de-adhesion (29).
In addition RAPL interacts with the Ste20-like kinases Mst1,
a core component of the so-called Hippo pathway (30). Loss of
Mst1 attenuates TCR-mediated affinity regulation of LFA-1, Tcell adhesion and interaction with APCs (10, 31–33). Mst signals
are mediated, in part, by the Nuclear Dbf2-related kinases (Ndr)
1 and Ndr2 (34, 35), which are widely expressed in mammalian
tissues including hematopoietic organs cells (36, 37). Previous
studies have demonstrated that Ndr1/2 control centrosome
duplication and alignment, cell-cycle exit, apoptosis, cell polarity
and proliferation (34, 35). Importantly, aged Ndr1-deficient mice
spontaneously develop T-cell lymphomas (38), whereas T cells
from young Ndr1/2-defcient mice are defective in thymocyte
egress and T-cell homing (36). Kondo et al. recently showed
that Ndr1 regulates TCR-mediated LFA-1 affinity by binding
to Kindlin-3 and recruitment to LFA-1 (10). In line with these
observations, we previously showed that Ndr2 controls integrinactivation and integrin-dependent differentiation in neuronal
cells (39, 40). This led us to hypothesize that Ndr2 might play
a critical role in TCR-mediated LFA-1 activation.
Therefore, we investigated the activation of Ndr2 upon
TCR-stimulation and the critical involvement of its kinase
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activity in TCR-mediated signaling processes involved in LFA1 activation. We identified FLNa as a substrate of Ndr2 in vitro
and demonstrated that Ndr2 phosphorylates FLNa at serine
2152 (S2152) upon TCR-triggering in vivo. We also show that
Ndr2-dependent phosphorylation of FLNa at S2152 releases the
binding of this molecule from the inactive conformation of LFA1, thus allowing the TCR-mediated association of Talin and
Kindlin-3 to the cytoplasmatic domain of CD18. Our data suggest
that phosphorylation of FLNa at S2152 by Ndr2 is a critical step
in TCR-mediated LFA-1 activation.

MATERIALS AND METHODS
Mice, Isolation of Lymphocytes, Cell
Culture and Transfection
C57BL/6, BALB/c, D011.10, and Ndr2−/− (40) mice were bred
and maintained under specific pathogen-free conditions at the
Otto-von-Guericke University, Magdeburg, Germany, according
to the guidelines of the State of Sachsen-Anhalt, Germany.
Animal maintenance and tissue collection were done according
to the guidelines of the State of Saxony-Anhalt, Germany and
approved by the Landesverwaltungsamt Sachsen-Anhalt (IMKITWZ-02). Primary human T cells, splenic pan or CD4+ T cells as
well as B cells from mice were purified using the appropriated Tor B-cell isolation kits and AutoMacs magnetic separation system
(Miltenyi Biotec). Approval for the isolation of human T cells
from healthy donors was obtained from the Ethics Committee of
the Medical Faculty at the Otto-von-Guericke University (79/13),
Magdeburg, Germany. Informed consent was obtained in
accordance with the Declaration of Helsinki. Jurkat T cells (JE6.1
ATCC) and B cells (Raji; ATCC) were maintained in RPMI 1640
medium (Biochrom AG) supplemented with 10% fetal bovine
serum (FBS, PAN) and stable L-glutamine at 37◦ C with 5% CO2 .
Jurkat T cells (2x107 cells) were transfected with plasmids by
electroporation, as previously described (41). Transfection with
the pCMS4 plasmids into Jurkat T cells consistently yielded in an
average of app. 80% GFP-expressing cell population after 48 h.
HEK 293T cells were cultured in DMEM medium containing
10% FBS and penicillin/streptomycin (100 U/ml/100 µg/ml;
Biochrom AG). HEK 293T cells were transiently transfected
using the standard calcium phosphate precipitation method.
When indicated, transfected cells were treated with 1 µM okadaic
acid (OA; Calbiochem Merck) for 1 h prior to harvesting.

cDNA Constructs and Generation of
Plasmids
cDNA constructs for human Ndr1, Ndr2 and its K119A
mutant cloned into the pECMV vector were described and
generously provided by Pamela A. Silver [Wyss Institute at
Harvard University, USA (42)]. Full-length Mob2 inserted into
the pEGFP-C1 vector has been previously described (42). The
dsRed-tagged cDNA constructs of wild type Filamin A (FLNa)
and its mutants (S2152A and S2152E) were kindly provided
by Miguel A. Del Pozo [Department of Vascular Biology,
Centro Nacional de Investigaciones Cardiovasculares (CNIC),
Spain; (43)]. The dsRed-C1 vector was obtained from Clontech.
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GmbH). Because human Ndr1 and Ndr2 share ∼87% identity
at the amino acid level (42), the anti-Ndr2 mAb (clone 4D8;
Origene), the anti-Ndr1 goat Ab (MyBioSource), and the Ndr2
rabbit Ab (46) were tested for their specificity to detect either
Ndr1 or Ndr2 by Western blotting (Figure S1A). In addition, the
Ndr2 rabbit Ab was used for immunoprecipitation studies and
the specificity of this antibody to recognize only Ndr2 but not
Ndr1 was addressed as depicted in Figure S1B.

The pGEX 4-T-1 vector was purchased from GE Healthcare.
Repeats 19–24 of human FLNa cloned in the vector pGEX
4-T-1 was given by M. Humphries [Wellcome Trust Centre
for Cell-Matrix Research, University of Manchester, UK (44)].
The pGEX CD18 cytoplasmatic domain has been described
(45). To target FLNa with shRNA the 21-nucleotide sequence
CCCACCCACTTCACAGTAAAT was used to target by shRNA
(FLNa shRNA for/FLNa shRNA rev) and cloned into the pCMS4
vector (a gift from D. Billadeau; Department of Biochemistry
and Molecular Biology, Division of Oncology Research, Mayo
Clinic, Rochester, MN, USA). The cDNA sequences of Ndr1 and
Ndr2 were amplified to introduce the two restriction sites BglII
and XbaI needed for cloning into the pEF-BOS-FLAG vector or
pEGFP-C1 vector (Ndr2 BglII for/Ndr2 SalI/XbaI rev and Ndr1
BglII for/Ndr1 SalI/XbaI rev). To target Ndr2 by shRNA the
19-nucleotide sequence GAGGAAACACAGTTCTACA (Ndr2
shRNA for/Ndr2 shRNA rev) was used and cloned into the
pCMS4 vector. For the construction of the “suppression/reexpression” plasmids full-length Ndr2 cDNA was amplified
and two restriction sites for Mlu1 and Not1 were introduced
to facilitate cloning into the pCMS4 vector (Ndr2 MluI
for/Ndr2 Not I rev). The QuikChange site-directed mutagenesis
kit (Agilent Technologies) was used to mutate the shRNA
target sequence to GAaGAgACgCAaTTtTAtA (lowercase letters
indicates the changed nucleotide that do not affect the amino
acid sequence) with the primer pair Ndr2 sh-res for/Ndr2 shres rev. The primer pair Ndr2 K119A for/Ndr2 K119A rev was
used to generate a kinase-dead mutant of Ndr2 where lysine
119 was mutated to alanine [K119A (42)]. All amplified PCR
products were cloned into the pJET1.2 vector (Thermo Science)
and sequenced prior to sub-cloning in the designated vectors
or after mutagenesis. Please refer to Table S1 for sequences of
primers used for cloning, PCR and mutagenesis.

Protein Purification
GST, GST-tagged Igl repeats 19–24 of human FLNa and
GST-tagged cytoplasmic domain of CD18 (GST-CD18cyt ) were
expressed in BL21 (DE3) cells and purified using glutathionesepharose (Novagen or GE Healthcare) according to the
manufacturer’s instructions. Purity of these proteins was assessed
by SDS-PAGE followed by Commassie staining (Figure S2).

Flow Cytometry, mAb24 Binding Assay and
T Cell Activation in vitro
To analyze the cell surface expression of CD18 and CD3, Jurkat
T cells were stained with the indicated antibodies in combination
with FITC/APC-conjugated goat anti-mouse IgG (Dianova).
mAb24 binding was assessed as previously reported (47). Briefly,
cells were incubated for various time points on plate-bound antiIgG2a antibody or with plate-bound anti-CD3 antibody in the
presence of plate-loaded human Fc-tagged ICAM-1 (10 µg/ml;
R&D system) and mAb24 antibody (10 µg/ml). Bound mAb24
antibody was detected using FITC/APC-conjugated anti-mouse
IgG1 (Dianova) and analyzed by flow cytometry. Epitope
expression of mAb24 was normalized against LFA-1 expression
detected by MEM48. To analyze the cell surface expression of
purified CD4+ T cells for LFA-1 (CD18 or CD11a) or the TCR,
cells were stained with the indicated Abs. For T-cell activation in
vitro isolated splenic CD4+ T cells were stimulated with platebound anti-CD3 mAbs (0.1 µg/ml clone 14-2C11) in the absence
or presence of plate-bound mouse ICAM-1 Fc chimera (5 µg/ml)
with or without blocking LFA-1 mAbs (15 µg/ml clone M17/4)
for 12 h. Untreated (0 h) or stimulated cells (12 h) were stained
with Abs for the activation marker CD69. Ab-labeled T cells were
analyzed using a FACSCalibur flow cytometer and CellQuestPro
software (BD Biosciences).

Antibodies
The anti-human CD3 monoclonal antibodies (mAb) (clone
OKT3; eBioscience or clone C305) and the anti-mouse CD3
mAb (non or biotinylated; clone 145-2C11; eBioscience) were
used for T-cell stimulation. The anti-human CD18 mAb (clone
MEM48; antibody-online.de), anti-human CD3 (clone OKT3) or
mAb24 (provided by N. Hogg; Cancer Research U.K. London
Research Institute, London, U.K.) were used for flow cytometric
analysis of Jurkat T cells. The following fluorescently labeled Abs
were used for purified splenic CD4+ T cells: CD4 (clone RM45), CD3 (clone 145-2C11), CD18 (clone M18/2) CD11a (clone
M17/4) and CD69 (clone H1.2F3) including the appropriated
isotype controls. The anti-CD11a (clone M17/4) mAb was used
for blocking studies. These antibodies were purchased from
BioLegend. For Western blotting and immunoprecipitation the
following antibodies (Ab) were used: anti-FLAG M2 mAb, antiβ-actin mAb, anti-Talin mAb (clone 8D4) (all from Sigma),
anti-Kindlin-3 mAb (Abcam), anti-FLNa mAb, anti-GFP mAb
(both from Santa Cruz), anti-FLNa rabbit (Abcam), anti-pFLNa
S2152 rabbit Ab, anti-pERK1/2 Thr202/Y204 rabbit Ab, antipMst1/2 (Thr183)/(Thr180) rabbit Ab (all from Cell signaling),
anti-CD11a mAb (clone 38; Calbiochem Merck), anti-Mst1
mAb (from BD Bioscience) and anti-dsRed mAb (ChromoTek
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Adhesion and Conjugation Assay
Adhesion assays were performed using a 96-well plate pre-coated
with 0.5 µg of the integrin ligand recombinant human or mouse
ICAM-1/CD54 Fc chimera/well (R&D Systems). Purified splenic
CD4+ T cells or transfected Jurkat T cells were left untreated or
stimulated with anti-CD3 mAb [145-2C11 (5 µg/ml) or OKT3
(5 µg/ml)] for 30 min at 37◦ C prior to the adhesion assay. Cells
were then allowed to adhere for 30 min at 37◦ C, unbound cells
were carefully washed off with Hanks buffered saline (HBSS,
Biochrom AG). Bound cells were counted and calculated as
percentage of input (2 × 105 Jurkat T cells or 1 × 106 mouse
T cells) in duplicates or triplicates (47, 48). Conjugate formation
was performed as previously described (24, 49). Briefly, untreated
or staphylococcal enterotoxin E-pulsed and DDAO-SE-labeled
Raji B cells were incubated with an equal number of Jurkat T cells
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FIGURE 1 | Expression profile, activation status and localization of Ndr2 in primary lymphocytes and lymphocyte-derived cell lines. (A) Total cell lysates of primary
human and murine lymphocytes, Jurkat T cells, Raji B cells and HEK 293T cells were analyzed by Western blotting for expression of Ndr2 and Ndr1. β-actin staining
served as loading control. Densitrometric analysis was performed to determine the Ndr2/Ndr1 ratio (n = 3; right graph). (B) Jurkat T cells were stimulated with CD3
antibodies for the indicated time points. Cells were lysed and Ndr2 was immunoprecipitated using Ndr2 rabbit antibody. Ndr2-precipitates were divided and one half
of the precipitates was used to assess Ndr2 kinase activity by an in vitro kinase assay (IVK) using the myelin basic protein (MBP) as substrate. Phosphorylation of MBP
was visualized with autoradiography. Densitrometric analysis were performed to determine the intensity of all MBP bands and values of MBP intensities from time point
0 min were set to 1 (n = 2; right graph). The second half of precipitates was used to detect Ndr2 by Western blotting. Aliquots of whole-cell extracts were analyzed for
the phosphorylation status of ERK1/2 to verify successful stimulation of T cells (Input/lower panel). (C) Splenic B cells were loaded with OVA-peptide and
co-incubated with purified T cells derived from OVA-TCR transgenic DO11.10 mice for 30 min. Cells were fixed, permeabilized and stained with an anti-Ndr2 Abs in
combination with anti-rabbit IgG-FITC (green). F-actin was visualized with TRITC-Phalloidin (red) (upper panel). T/B cell conjugates were stained with Cy3-labeled
anti-CD3 mAbs (red) and for Ndr2 (green; as described above; lower panel). Cells were imaged by confocal microscopy. Representative conjugates are shown. Each
study was repeated at least three times and more than 25 conjugates were examined per condition. Scale bars define 5 µm. (mean ± SEM).
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for 30 min at 37◦ C. Nonspecific aggregates were disrupted; cells
were fixed with 1% PFA, and then analyzed by flow cytometry.
The percentage of conjugates was defined as the number of
double-positive events in the upper right quadrant. For confocal
microscopy purified splenic B cells from BALB/c mice were
loaded with 100 µg/mL ovalbumin 323-339 peptide, washed and
mixed at a ratio 1:1 ratio with freshly isolated splenic CD4+ T
cells from DO11.10 mice. Cells were incubated for 30 min at
37◦ C on poly-L-Lysine-coated slides (Marienfeld AG) and fixed
with 3.5% paraformaldehyde (PFA) in PBS for 10 min. Cells
were permeabilized with 0.1% Triton X-100 in PBS, blocked
with 5% horse serum in PBS, and incubated with Ndr2 rabbit
Abs and Cy3-labeled CD3 mAb clone 145-2C11) or Ndr2 rabbit
Abs in combination with TRITC-conjugated phalloidin (Sigma
Aldrich). Bound Ndr2 antibodies were detected with FITCconjugated goat anti-rabbit IgG (Dianova). Coverslips were
mounted in Mowiol 488 and imaged with a LEICA TCS SP2 laserscanning confocal system (Leica Microsystems) with a Leica IRE2
stand equipped with a 63× 1.40 HCX APO CS objective (Leica),
an argon laser (488 nm), and a HeNe laser (543 nm). To avoid
spectral overlap, the samples were sequentially scanned with
a beam splitter HFT 488/543/633. Green and red fluorescence
emission were read out at 500 to 551 nm and 571 to 626 nm,
respectively. Figure constructions of images were performed in
COREL Photopaint.

(as described above). The remaining samples were washed
three times and suspended in kinase buffer [25 mM 4-(2hydroxyethyl)-1-piperazineethanesulfonic acid (HEPES pH7.4),
10 mM MgCl2 , 1 mM dithiothreitol (DTT), and 100 µM [γ32 P]ATP (∼1 µCi/µl, Perkin Elmer) or 100 µM ATP (Sigma
Aldrich)] supplemented with either 5 µg myelin basic protein
(MBP; Calbiochem) or with 1 µg purified GST-FLNa 19–
24 Igl-repeats fusion protein and incubated for 30 min at
30◦ C. Reactions were stopped by addition of 5x sample
buffer and resolved by SDS-PAGE. Gels were either dried
and exposed to autoradiography films or were used for
Western blotting (see above). For the characterization of Ndr2
or Ndr1 substrate specificity, FLAG-tagged Ndr/GFP-Mob2
complexes were isolated as previously described (42). Kinase
reactions using the positional peptide library were performed
as previously described (52). Soluble FLAG-tagged Ndr/GFPMob2 was incubated with [γ-32 P]ATP (50 µM, 0.025 µCi/µl)
and 198 unique peptide pools (50 µM) for 2 h at 30◦ C. Peptides
had the general sequence Y-A-x-x-x-x-x-S/T-x-x-x-x-A-G-KK(biotin), where “x” is an equimolar mixture of each of the
17 amino acids excluding Cys, Ser, and Thr. Each pool had
one of the 20 amino acids fixed at one of the nine positions
surrounding the central phosphoacceptor residue. Aliquots (2
µl) of each reaction were spotted onto streptavidin membranes
(Promega) to capture the biotinylated peptides. The membranes
were washed and exposed to a PhosphorImager as described (52).
Data were quantified using ImageQuant software (Molecular
Dynamics) and normalized so that the mean value for the 20
amino acids within a given position was 1; thus, values greater
than 1 represent positive selections whereas values less than 1
represent negative selections. Heat maps were generated from
average log2 transformed data from two independent runs using
Microsoft Excel.

Western Blotting, Immunoprecipitation and
GST Fusion Protein Pull-Down Assay
HEK 293T cells, Jurkat T cells or purified splenic CD4+ T
cells were left untreated or stimulated for various time points
with OKT3, C305 or biotinylated 14-2C11 mAbs and lysed
as previously described (24, 41, 49, 50). Equivalent amounts
of protein [determined by Bradford assay (Carl Roth)] were
used for precipitation studies (200–500 µg of total protein
from Jurkat T cells or HEK 293T cells). Cell lysates (50 µg of
total protein) or immune complexes were separated by SDSPAGE and transferred to nitrocellulose. Western blots were
conducted with the indicated antibodies and developed with
the appropriate horseradish peroxidase-conjugated secondary
antibodies (Dianova) and the Luminol detection system (Carl
Roth). The purified GST and GST-fusion protein of the
cytoplasmic domain of CD18 were used in GST-pull-down
experiments as previously described (51). Briefly, GST fusion
proteins bound to glutathione-sepharose were incubated with
lysates from HEK 293T cells expressing dsRed, dsRed-tagged
FLNa or its mutants for 2 h at 4◦ C. Beads were washed and
analyzed by Western blotting. For quantification, the intensity of
the detected bands was calculated using the Kodak Image station
2000R (ID image software).

Statistical Analysis
All data are presented as mean ± SEM. Statistical significance was
determined between groups using a Student’s t-test. A p ≤ 0.05
was considered statistically significant.

RESULTS
Expression, Activation and Localization of
Ndr2 in Primary Lymphocytes and T/B Cell
Lines
Western blot analysis was performed to assess the expression of
Ndr2 in primary lymphocytes, T/B cell lines and HEK 293T cells.
As depicted in Figure 1A, Ndr2 is expressed in primary human
and murine lymphocytes, in the T and B cell lines (JE6.1 and
Raji, respectively) and in HEK 293T cells. In contrast to human
primary T cells, which expressed similar levels of Ndr2 and
Ndr1, lower expression levels of Ndr1 were detected in primary
murine lymphocytes, T/B cell lines, and HEK 293T cells. We next
investigated whether TCR stimulation of Jurkat T cells activates
endogenous Ndr2 (using an anti-Ndr2 antibody that specifically
precipitates Ndr2 but not Ndr1, Figure S1). Kinase activity was
assessed by an in vitro kinase assay using immunoprecipitated

In vitro Kinase Assay and the
Phosphorylation Specificity for Ndr
Kinases
For in vitro kinase assays, Ndr2- or FLAG-immunoprecipitates
were divided into two equal aliquots. Both samples were pelleted
and one of each paired sample was used for Western blotting
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FIGURE 2 | Kinase activity of Ndr2 controls TCR-mediated adhesion, interaction of T cells with APCs and LFA-1 activation. (A) Schematic representation of the
suppression/re-expression plasmids for Ndr2 used in this study. (B) Jurkat T cells were transfected with suppression/re-expression plasmids which do not suppress
endogenous Ndr2 (shC), reduce the endogenous protein level of Ndr2 (shNdr2), re-express a FLAG-tagged shRNA-resistant wild type Ndr2 (WT Ndr2) or re-express
its kinase dead mutant (K119A Ndr2). 48 h after transfection, lysates were analyzed by Western blotting for Ndr2, Ndr1, FLAG, and β-actin (loading control). Numbers
represent the reduction and re-expression of Ndr2 and its mutant after normalization to the Ndr2 expression level of the shC-tranfected control cells, which were set to
1 (n = 4; right graph). (C) Transfected Jurkat T cells as described in (B) were analyzed for their ability to adhere to ICAM-1-coated wells in a resting state or stimulated
for 30 min with CD3 antibodies. Adherent cells were counted and calculated as percentage of input (n = 4). (D) Cells were transfected as described in (B) and
analyzed for their ability to form conjugates with DDAO-SE (red)-stained Raji B cells that were pulsed without (non) or with superantigen (SA) for 30 min. The
percentage of conjugates was defined as the number of double positive events in the upper right quadrant (n = 4). (E) Jurkat T cells transfected as described in (B)
were left untreated (non) or stimulated with CD3 antibodies (CD3), followed by staining with the anti-LFA-1 antibody mAb24 which recognizes the high affinity
conformation of LFA-1. mAb24 epitope expression was assessed by flow cytometry within the GFP gate and data are normalized against LFA-1 expression detected
by MEM48 (n = 4). (mean ± SEM; *p ≤ 0.05; ***p ≤ 0.001).

of Ndr2, we studied the localization of Ndr2 at the immunological
synapse (IS). To this end, CD4+ T cells were isolated from
ovalbumin-TCR transgenic mice (DO11.10). IS formation was
induced by co-incubation with OVA peptide-loaded ex vivo
isolated B cells. The T/B cell-pairs were assessed by confocal
microscopy. As depicted in Figure 1C, Ndr2 was recruited to
the immunological synapse, where it co-localized with F-actin
(85% ± 7.48 of all analyzed T/B cell-pairs), but not with CD3.

Ndr2 from non-activated and CD3-stimulated Jurkat T cells
and myelin basic protein (MBP) as substrate (42). An increased
phosphorylation of MBP was detected upon 5 min of TCR
stimulation. Thereafter Ndr2 activity declined and reached
baseline levels at 30 min after stimulation (Figure 1B, upper and
left panels). In contrast to Ndr2 activity, ERK1/2 phosphorylation
persisted for 30 min, thus verifying proper T-cell stimulation
(Figure 1B, lower panel). In addition to TCR-mediated activation
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FIGURE 3 | Ndr2 phosphorylates FLNa at S2152 in vitro. (A) Purified WT Ndr2/Mob2 heterodimer was used to phosphorylate a positional scanning peptide library
using radiolabeled ATP. The degree of phosphorylation of each component of the library, harboring the indicated amino acid residue at the indicated position relative to
the phosphorylation site, is shown at left. Quantified data were normalized, log2 transformed, and used to generate a heat map shown at right (n = 2). (B) HEK 293T
cells were transfected with either empty pEFBOS vector (vector) or plasmids encoding FLAG-tagged wild type Ndr2 (FNdr2) and a kinase dead (K119A) mutant of
Ndr2 (FNdr2K119A). Cells were left untreated or treated with okadaic acid (OA), lysed and Ndr2 was immunoprecipitated using FLAG antibodies. A GST-FLNa
fragment (19–24 repeats) was used as substrate for an in vitro kinase assay. Reactions were analyzed by Western blotting with the indicated antibodies (n = 3). (C)
Jurkat T cells were left untreated or stimulated for the indicated time points with CD3 antibodies. Cells were lysed and analyzed by Western Blotting with the indicated
antibodies. Aliquots of whole-cell extracts were analyzed for the phosphorylation status of ERK1/2 to verify successful stimulation of T cells. Densitrometric analysis of
the FLNa phosphorylation status at Serine 2152 (pFLNa) normalized to total FLNa (tFLNa) (n = 4) (mean ± SEM; **p ≤ 0.01).

Kinase Activity of Ndr2 Is Required For
TCR-Mediated Adhesion, Interaction With
APCs and LFA-1 Activation

This indicates that Ndr2 is localized at the peripheral part of
the IS. In summary, the data shown in Figure 1 indicate (i)
that Ndr2 is expressed in lymphocytes, (ii) that it is rapidly and
transiently activated upon TCR-stimulation and (iii) recruited to
the cytoskeleton-enriched region of the IS.
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To address the functional importance of Ndr2 for TCR-mediated
LFA-1 signaling, we generated suppression/re-expression
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FIGURE 4 | Ndr2 phosphorylates FLNa at S2152 in Jurkat T cells in vivo. (A) Jurkat T cells were transfected with suppression/re-expression constructs which
suppress endogenous Ndr2 (shNdr2) and re-express a FLAG-tagged shRNA-resistant wild type (WT Ndr2) or a kinase-dead mutant of Ndr2 (K119A Ndr2). Numbers
represent the reduction and re-expression of Ndr2 and its mutant after normalization to the Ndr2 expression level of the shC-tranfected control cells. (B) At 48 h
post-transfection, cells left untreated or stimulated for the indicated time points with CD3 antibodies. Cells were lysed and analyzed by Western Blotting with the
indicated antibodies. Densitrometric quantification of FLNa phosphorylation at Serine 2152 (pFLNa) normalized to total FLNa (tFLNa) (n = 3). (mean ± SEM;
**p ≤ 0.05).

antibody mAb24. This antibody specifically binds only the high
affinity conformation of LFA-1, which is required for ligand
binding (1). Indeed, suppression of Ndr2 in T cells interfered
with the TCR-mediated induction of the mAb24 epitope within
LFA-1 compared to shC-transfected cells (Figure 2E). Reexpression of WT Ndr2 rescued the ability of mAb24-binding
to LFA-1 in response to TCR stimulation whereas this was
not the case in cells re-expressing the K119A mutant of Ndr2
(Figure 2E). In summary, these findings suggest that TCRmediated adhesion, interaction of T cells with APCs and affinity
modulation of LFA-1 require enzymatically active Ndr2 in Jurkat
T cells.

plasmids that knock down endogenous Ndr2 and simultaneously
re-express FLAG-tagged shRNA-resistant wild type (WT Ndr2)
or FLAG-tagged kinase dead mutant of Ndr2, carring a mutation
of lysine 119 to alanine [K119A Ndr2 (42)] (Figure 2A).
As shown in Figure 2B, the suppression construct (shNdr2)
strongly reduced endogenous Ndr2 levels when compared to
vector control levels (shC). In addition, the suppression/reexpression plasmids allowed proper re-expression of either
WT or K119A mutant of Ndr2, respectively. Importantly,
suppression of Ndr2 and re-expression of Ndr2-forms did not
alter the endogenous expression levels of Ndr1 (Figure 2B).
As depicted in Figures 2C,D, downregulation of Ndr2 in
Jurkat T cells diminished their ability to adhere to ICAM-1
(Figure 2C) and to interact with superantigen-pulsed B cells
(Figure 2D). Re-expression of the shRNA-resistant WT Ndr2
rescued the ability of the cells to adhere to ICAM-1 and to
interact with APCs (Figures 2C,D). In contrast to WT Ndr2
re-expressing cells, re-expression of the K119A mutant of
Ndr2 did not rescue TCR-mediated adhesion to ICAM-1 or
interaction with superantigen-pulsed B cells (Figures 2C,D). Of
note, the attenuated T-cell adhesion and interaction with APCs
were not due to altered expression levels of the TCR or LFA-1
(Figure S3A).
To investigate whether Ndr2 affects the TCR-induced affinity
state of LFA-1, we took advantage of the conformation-specific
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Ndr2 Phosphorylates FLNa at Serine 2152
Having shown that enzymatically active Ndr2 is required for
TCR-induced affinity modulation of LFA-1 (Figure 2E) we next
asked which integrin-activity modulator might be controlled
by Ndr2. To this end, we first determined the amino acid
motifs phosphorylated by Ndr2, using FLAG-tagged Ndr2/GFPMob2 complex from HEK 293T cells and a positional peptide
library as previously described (42, 52). Using this approach we
identified an R-X-P-S/T motif as an optimal sequence for Ndr2
kinase (Figure 3A). A qualitatively similar sequence preference
was observed for the Ndr1-Mob2 complex (Figure S4B).
Reactions performed with catalytically-inactive FLAG-tagged
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FIGURE 5 | Ndr2-deficiency in murine CD4+ T cells attenuates TCR-induced FLNa phosphorylation at S2152, T-cell adhesion and LFA-1-dependent upregulation of
CD69 in vitro. (A) Purified splenic wild type (WT) and Ndr2−/− CD4+ T cells were left untreated or stimulated with anti-CD3 antibodies for the indicated time points.
Lysates were prepared and analyzed by Western blotting using the indicated antibodies. Densitrometric quantification of FLNa phosphorylation at Serine 2152 (pFLNa)
normalized to total FLNa (tFLNa) (n = 3). (B) Purified splenic WT and Ndr2−/− CD4+ T cells were left untreated (non) or stimulated with anti-CD3 antibodies (CD3)
and subsequently analyzed for their ability to bind plate-bound Fc-ICAM-1. Adherent cells were counted and calculated as percentage of input (n = 3). (C) Purified
splenic CD4+ T cells from WT and Ndr2 mice were cultured with plate-bound anti-CD3 antibodies (CD3) in the absence or presence of Fc-ICAM-1 (ICAM-1) with or
without blocking LFA-1 antibodies (LFA-1) for 12 h. The upregulation of the activation marker CD69 of unstimulated (0 h) or activated T cells (12 h) were assessed by
flow cytometry to determine the mean fluorescence intensity (MFI) (n = 3). (mean ± SEM; *p ≤ 0.05, **p ≤ 0.01).

Ndr2 mutant (K119A)/GFP-Mob2 exhibited negligible kinase
activity (Figure S4A), demonstrating that the radiolabeled
peptides were not phosphorylated by a contaminating kinase
that accidently was co-purified with Ndr2. The elevated signals
for serine residues at multiple positions are likely due to the
presence of two potential phosphoacceptors within the peptide.
Threonine signals were not similarly elevated, suggesting that
Ndr2 prefers to phosphorylate serine residues over threonine,
at least in vitro. This preference was also reflected in the
relative phosphorylation by Ndr2 of peptides having either serine
or threonine as the sole phosphoacceptor residue [personal
communication by J. L. Johnson and L. Cantley (Meyer
Cancer Center, Weill Cornell Medicine College, New York,
USA)].
Using integrin-activity modulation as a criterion, an online
protein database search revealed that FLNa, a previously
described negative regulator of LFA-1 activation (5, 6), contains
a suitable “RXPS” motif at the serine 2152 (S2152). Since
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phosphorylation of this motif has been shown to reduce focal
adhesion formation (53) we further investigated the FLNa S2152
phosphorylation site as a putative target of Ndr2 kinase. In
order to address whether Ndr2 directly phosphorylates FLNa
at S2152, we performed an in vitro kinase assay using FLAGtagged wild type Ndr2 immunoprecipitated from HEK 293T
cells (42). Prior to immunoprecipitation of Ndr2, transfected
cells were left untreated or stimulated with okadeic acid
(OA) for 1 h, a phosphatase inhibitor and known activator
of Ndr2 (42). Using the GST-fusion protein of a C-terminal
fragment of FLNa (immunoglobulin-like (Igl) repeats 19–24 of
human FLNa) containing the S2152 phosphorylation site as
substrate, we detected S2152-specific phosphorylation after OAstimulation, but not in untreated FLAG-tagged wild type Ndr2
expressing cells (Figure 3B). In contrast, a K119 mutant of Ndr2
precipitated from OA-stimulated cells did not phosphorylate
FLNa at S2152 (Figure 3B) excluding an unspecific FLNa S2152
phosphorylation effect by a co-precipitated kinases. These data
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FIGURE 6 | Mutation of S2152A within FLNa abolishes TCR-mediated T-cell adhesion, interaction with APCs and LFA-1 activation. (A) Jurkat T cells were transiently
transfected with dsRed C1 vector (dsRed) or plasmids encoding wild type (WT) dsRed-tagged FLNa (FLNa WT) or dsRed-tagged S2152A or dsRed-tagged S2152E
FLNa mutants (FLNa S215A and FLNa S2152E). After 24 h the expression of WT and its mutants were analyzed by anti-dsRed and FLNa immunoblotting. Detection
of β-actin served as loading control. (B) Jurkat T cells transfected as described in (A) were left untreated (non) or stimulated for 30 min with CD3 antibodies. Cells were
analyzed for adhesion to ICAM-1-coated 96 well plates. Bound cells were counted and calculated as percentage of input (n = 4) (mean ± SEM; *p ≤ 0.05, ***p ≤
0.001). (C) Cells were transfected as described in (A) and analyzed for their ability to form conjugates with DDAO-SE (red)-stained Raji B cells that were pulsed
without (non) or with superantigen (SA) for 30 min at 37◦ C. The percentage of conjugates was defined as the number of double-positive events in the upper right
quadrant (n = 4) (mean ± SEM; ***p ≤ 0.001). (D) Jurkat T cells transfected as described in (A) were left untreated (non) or stimulated with anti-CD3 antibodies (CD3),
followed by staining with the anti-LFA-1 antibody mAb24 to detect the high affinity conformation of LFA-1. mAb24 epitope expression was assessed by flow
cytometry and data are normalized against LFA-1 expression detected by MEM48 (n = 4) (mean ± SEM; ***p ≤ 0.001). (E) HEK 293T cells were transfected with
either dsRed, dsRed-tagged FLNa wild type (FLAa WT) or its mutants (FLNa S2152A and FLNa S2152E). 24 h after transfection, whole cell extracts were prepared
and analyzed for the expression of dsRed and dsRed-tagged FLNa forms by Western blotting using the indicated antibodies (left panel). Lysates were incubated with
GST-fusion proteins bound to glutathione-sepharose beads. Precipitates were analyzed by Western blotting using the indicated antibodies (right panel). One
representative experiment of 3 is shown. (mean ± SEM; *p ≤ 0.05, ***p ≤ 0.001).

Figure 3C, TCR-stimulation induced the phosphorylation of
FLNa at S2152, which peaked at 5 min and remained at this
level for 30 min. Note that the expression levels of FLNa were
not changed upon TCR-stimulation (Figure 3C). Having shown

suggest that Ndr2 is able to phosphorylate FLNa at S2152 in
vitro.
Next, we analyzed the phosphorylation status of FLNa at
S2152 upon TCR-triggering in Jurkat T cells. As depicted in
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FIGURE 7 | TCR-stimulation of Jurkat T cells releases LFA-1 from FLNa. (A) Jurkat T cells were left untreated or stimulated for the indicated time points with CD3
antibodies. Lysates were prepared and used for immunoprecipitation of FLNa. Precipitates were analyzed by Western blotting for the phosphorylation status of FLNa
at S2152 and LFA-1 association. Aliquots of whole-cell extracts were analyzed for the phosphorylation status of ERK1/2 to verify successful stimulation of T cells
(lower panel; Input). (B) Densitrometric analysis of the FLNa phosphorylation status at Serine 2152 (pFLNa) normalized to precipitated total FLNa (tFLNa) or of LFA-1
to precipitated total FLNa (tFLNa) (n = 4). (mean ± SEM; *p ≤ 0.05, **p ≤ 0.01, ***p ≤ 0.001).

that TCR-stimulation induces phosphorylation of FLNa at S2152,
we examined whether loss of Ndr2 or its kinase activity would
alter S2152 phosphorylation of FLNa. As shown in Figures 4A,B,
silencing of Ndr2 expression in Jurkat T cells strongly reduced
S2152 phosphorylation of FLNa upon TCR stimulation. Reexpression of WT Ndr2 rescued the phosphorylation status
of FLNa at S2152 to a similar extent as found for shCtransfected cells. In contrast to wild type Ndr2 expressing cells,
re-expression of the K119A mutant of Ndr2 attenuated TCRmediated S2152 phosphorylation of FLNa (Figures 4A,B). Taken
together the data depicted in Figures 3 and 4 indicate that Ndr2
phosphorylates FLNa at S2152 both in vitro and in vivo.
To verify whether Ndr2-deficiency attenuates TCR-mediated
phosphorylation of FLNa in murine T cells, we isolated CD4+
T cells from wild type and Ndr2−/− knockout mice (40). Note
that in line with previously published data by Tang et al. (36),
loss of Ndr2 in mice did not affect thymic development or
CD4+ and CD8+ T-cell distribution in the spleen and lymph
node (data not shown). As shown in Figure 5A, TCR-stimulation
induced the phosphorylation of FLNa at S2152 in wild type
CD4+ T cells with a similar phosphorylation kinetic in shCtransfected Jurkat T cells which peaked at 5 min and remained
at this level for 30 min. In contrast to wild type CD4+ T cells,
TCR-induced S2152 phosphorylation of FLNa was abrogated in
Ndr2−/− CD4+ T cells. Similar to downregulation of Ndr2 in
Jurkat T cells, Ndr2−/− CD4+ T cells showed diminished ability
to adhere to ICAM-1 (Figure 5B). Importantly, the attenuated
TCR-mediated phosphorylation of FLNa and T-cell adhesion of
Ndr2−/− CD4+ T cells were not due to altered expression levels
of FLNa, the TCR (CD3) or LFA-1 (Figure S3C).
ICAM-1-binding to the high affinity conformation of LFA1 in T cells induces co-stimulatory signaling pathway(s) that
enhances the TCR-mediated CD69 upregulation (54, 55). Hence
we analyzed the upregulation of CD69 upon TCR stimulation
in the absence or presence of plate-bound ICAM-1. As depicted
in Figure 5C the upregulation of this activation marker was

Frontiers in Immunology | www.frontiersin.org

significant increased in the presence of TCR/ICAM-1 in WT
CD4+ T cells. The addition of a LFA-1 blocking Ab to these cells
reduced the CD69 expression to similar levels as detected for
TCR-stimulation alone, showing that these processes were indeed
LFA-1 dependent. In contrast to WT CD4+ T cells, loss of Ndr2
did not lead to an enhanced TCR/ICAM-1-induced expression
of this marker compared to WT T cells. The expression levels
of CD69 was not different in Ndr2-deficient CD4+ T cells
upon TCR- stimulation in the absence or presence ICAM-1
and moreover comparable with TCR-stimulated WT T cells
(Figure 5C). Together, the data presented in Figure 5 reveal a
crucial role of Ndr2 for TCR-induced inside-out and outside-in
signaling.

Overexpression of FLNa and Its S2152A
Mutant Attenuates TCR-Mediated
LFA-Activation
Previously it had been shown that loss of FLNa induces
spontaneous LFA-1 activation in the non-stimulated pro-B-cell
line BAF (6). In line with this study, suppression of FLNa
expression in Jurkat T cells (Figure S5A) induced constitutive
and enhanced TCR-stimulated adhesion to ICAM-1, interaction
with APCs and LFA-1 affinity modulation (Figures S5B–D),
while not affecting the expression of the TCR or LFA1 (Figure S5E). We speculated that overexpression of wild
type FLNa would impede TCR-mediated adhesion and T-cell
interaction with APCs. Indeed, Jurkat T cells overexpressing
WT FLNa showed approx. 50% decreased adhesion to ICAM-1
compared to control cells upon TCR-stimulation (Figures 6A,B).
Similarly, WT FLNa expressing Jurkat T cells showed an
attenuated capability to interact with superantigen-loaded B
cells (Figure 6C). In line with these observations, we found
that cells overexpressing the dsRed-tagged FLNa S2152A mutant
(mimics loss of phosphorylation S2152) attenuated TCRmediated adhesion of Jurkat T cells to ICAM-1 (Figure 6B)
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and the interaction with APCs (Figure 6C). In addition, both
overexpressing WT FLNa and its S2152A mutant in Jurkat
T cells completely blocked the induction of the high affinity
conformation of LFA-1 upon TCR stimulation (Figure 6D). Flow
cytometric analysis revealed comparable levels of CD18 and
the TCR on the surface of these FLNa WT or FLNa S2152A
expressing Jurkat T cells (Figure S3B).
In contrast to WT FLNa and the S2152A mutant, Jurkat T cells
expressing a S2152E mutant of FLNa (mimics phosphorylation
of S2152) showed similar levels of TCR-mediated adhesion,
interaction with APCs and LFA-1 activation compared to dsRed
expressing cells. These data suggest that both WT and the S2152A
mutant of FLNa act in a dominant negative fashion for TCRmediated LFA-1 activation.
Given the above data, we speculated that in contrast to FLNa
S2152E, WT FLNa and its S2152A mutant still interact with
the cytoplasmic region of CD18. To answer this question, we
transfected HEK293T cells with dsRed only, dsRed-tagged FLNa
WT and its two S2152A vs. S2152E mutants. Cell lysates were
used for precipitation using either purified GST or GST-CD18cyt ,
respectively. Using this approach we detected an association of
the GST-CD18cyt fusion protein only with WT [in line with
previously published data (6)] and S2152A FLNa but not with
the S2152E FLNa mutant (Figure 6E). These data indicate that
the phosphorylation of S2152 of FLNa attenuates the interaction
with the cytoplasmatic region of the β2-chain of LFA-1.

Activated Ndr2 Promotes FLNa Release
From LFA-1
In non-activated T cells, FLNa is bound to LFA-1 and stabilizes
its closed conformation (6). We hypothesized that stimulation
of the TCR releases LFA-1 from FLNa and further that, this
event correlates with an increased phosphorylation status of
FLNa at S2152. To test this idea, we immunoprecipitated FLNa
from non-stimulated and TCR-stimulated Jurkat T cells. In
resting Jurkat T cells, we detected an association of FLNa with
LFA-1 (Figures 7A,B). Triggering of the TCR induced rapid
LFA-1 dissociation from FLNa which correlated with increased
phosphorylation of S2152 (Figures 7A,B).
Next, we assessed whether the Ndr2-mediated
phosphorylation of FLNa at S2152 releases FLNa from LFA-1
and thus allowing binding of the two integrin activating proteins
Talin and Kindlin-3 to LFA-1 and promote LFA-1 activation. To
test this hypothesis, we immunoprecipitated LFA-1 from nonactivated and TCR-stimulated Jurkat T cells and assessed binding
of Talin and Kindlin-3, respectively. In resting shC-transfected
Jurkat T cells, we detected an association of FLNa with LFA-1,
whereas Talin or Kindlin-3 interaction with LFA-1 was detectated
only at low levels. Upon TCR-stimulation, FLNa association with
LFA-1 declined within 30 min while Talin/Kindlin3 association to
LFA-1 increased (Figures 8A,B). Importantly, downregulation
of Ndr2 abrogated the TCR-inducible association of these
two LFA-1 interacting proteins (Figure 8B). In contrast, in
cells re-expressing the catalytically inactive mutant of Ndr2
(K119A Ndr2), TCR-stimulation did not induce the release of
FLNa from LFA-1 and consequently the recruitment of Talin

FIGURE 8 | Activated Ndr2 releases FLNa binding from LFA-1. (A) Jurkat T
cells were transfected with constructs that suppress endogenous Ndr2
(shNdr2) and re-express a FLAG-tagged shRNA-resistant wild type (WT Ndr2)
or a kinase-dead mutant of Ndr2 (K119A Ndr2). 48 h after transfection,
whole-cell extracts were prepared and analyzed by Western blotting using the
indicated antibodies. Numbers represent the reduction and re-expression of
Ndr2 and its mutant after normalization to the Ndr2 expression level of
shC-tranfected control cells. (B,C) Cells left untreated or stimulated for the
indicated time points with CD3 antibodies. Lysates were used for
immunoprecipitation of LFA-1 using anti-CD11a antibodies. Precipitates were
divided and analyzed by Western blotting for FLNa, Talin and Kindlin-3
association. Densitrometric analyses of FLNa, Talin, or Kindlin-3 associated to
LFA-1 are depicted in Figure S8.
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and Kindlin-3 to LFA-1 was blocked (Figure 8C). WT Ndr2
expressing cells by contrast showed similar FLNa disassociation
dynamics as shC-transfected cells (Figure 8C). In summary our
findings suggest that TCR-mediated activation of Ndr2 leads
to phosphorylation of FLNa at S2152. This releases FLNa from
LFA-1 and subsequently allows the association of Talin and
Kindlin-3 thus inducing LFA-1 activation.

Similar to TCR stimulation, triggering of the monocyte
chemokine receptor 2 (CCR2) also leads to phosphorylation
of FLNa at S2152 (65). Further, stimulation of the chemokine
receptor CCR7 induces activation of Ndr kinases in thymocytes
(36). CD4+ or CD8+ single positive thymocytes from Ndr1/2double deficient mice are defective in response to CCL19 (ligand
of CCR7)-induced transwell migration (36). Therefore, it is
possible that Ndr kinases are also activated upon chemokine
triggering to phosphorylate S2152 of FLNa, regulating adhesive
and/or migratory response(s) of these T cells.
As depicted in Figure 6, our data reveal that overexpression
of a S2152A mutant of FLNa attenuates TCR-mediated LFA-1
affinity modulation (to a similar extend then wild type FLNa) and
subsequently leads to impaired T-cell adhesion and interaction
with APCs. FLNa contains 24 immunoglobulin-like repeats (Iglrepeat), with a binding site for the cytoplasmic domain of
the LFA-1 β2-chain in the Igl-repeat 21 (5) and the S2152
phosphorylation site in Igl-repeat 23. We observed that wild
type FLNa [in line with previously published data (6)] and FLNa
S2152A, but not the FLNa mutant that mimics phosphorylation
(S2152E) interact with the GST-CD18cyt fusion protein. These
data suggest that Ndr2-mediated phosphorylation of S2152
residue on Ig1-repeat 23 might lead to conformational changes
within FLNa that reduce its binding affinity to the cytoplasmatic
domain of the β2-chain of LFA-1.
The current models for LFA-1 affinity modulation suggest
that inside-out signals mediate direct interaction of Talin and
Kindlin-3 to the cytoplasmic domain of CD18 separating the
α/β cytoplasmic tails. The binding of these molecules induces
changes within the integrin structure resulting in a shift from
the low affinity to intermediate and high affinity conformation
(1, 2). Talin was shown to induce the intermediate conformation
(9) whereas Kindlin-3 was required for the high affinity
conformation and stabilization of LFA-1/ICAM-1 binding (66).
SKAP55 was described to interact with RIAM that binds to
Talin (18, 24) or with RAPL linked to Mst1 (25, 31). RAPL was
shown to bind to the cytoplasmic domain of CD11a (16). It
might be that activated Ndr2 (through Mst1 and Mob1) alone or
in the context with SKAP55/RAPL/Mst1/Mob1-complex bound
to the cytoplasmic domain of CD11a is a prerequisite for
FLNa phosphorylation at S2152 and its release. Subsequently,
SKAP55 bound via RIAM to Talin interacting with CD18 induces
the intermediate conformation, which in turn allows Kindlin3 (either sequentially or simultaneously) binding to CD18
stabilizing the high affinity conformation of LFA-1.
The high affinity conformation of LFA-1 mediates T-cell
adhesion (and interaction with APCs). Similar to affinity
regulation avidity modulation (clustering) has been thought
to increase contact numbers and stabilize adhesion. However,
recently Raab et al. showed that clustering and cross-linking
of LFA-1 during maturation of the IS reduces or terminates
adhesion (or interaction with APCs) (29). They proposed a
model that cross-linked LFA-1 activates Focal Adhesion Kinase
1 (FAK1), which phosphorylates the linker for the activation of
T cells (LAT) at Y171. This pY171 provides a docking site for
a complex consisting of growth-factor-receptor bound protein
2 (Grb2) and SKAP55 (29). As depicted in Figures 2 and 5 our

DISCUSSION
In this study we report that Ndr2 kinase activity is required
for TCR-mediated LFA-1 affinity regulation to facilitate T-cell
adhesion and interaction with APCs. Our data reveal that
Ndr2 supports LFA-1 activation during T-cell activation by
phosphorylating FLNa at S2152 and by triggering its release from
the cytoplasmic chain of CD18.
Ndr kinases are highly conserved; however, cell-type specific
expression levels as well as spatial and conformational constraints
on activation and enzyme-substrate interactions may result in
isoform specificity of the two mammalian Ndr isoforms Ndr1
and Ndr2. Here, we focused on the role of Ndr2 rather than on
the previously studied Ndr1 (10), as we found a predominant
expression of this isoform in Jurkat T cells as well as in murine T
cells and because we observed its prominent recruitment to the
IS upon TCR stimulation. Importantly, knockdown/knockout
and/or re-expression of Ndr2 did not affect Ndr1 expression in
Jurkat T cells, in line with our previous observations in the mouse
brain (40).
Our data indicate that Ndr2 is activated within 5 min
after TCR stimulation. However, how TCR-mediated Ndr1/2
activation is achieved in T cells remains unsolved. Activation
of Ndr kinases generally requires the phosphorylation of the Cterminal hydrophobic motif (pThr442/444) through Mst1 and
Mst3 kinases and N-terminal binding of the Mob protein as a
co-activator (36, 42, 56). While the role of Mob proteins in T
cells is still unclear, it has recently been shown that Ndr1 and/or
Ndr2 are phosphorylated and activated in an Mst1/2-dependent
manner upon chemokine and TCR-stimulation of murine T cells
(10, 36). As depicted in Figure S6, we confirmed that loss of
Ndr2 does not affect the phosphorylation status of either Mst1
nor Mst2 upon TCR-stimulation, suggesting that in Jurkat T cells
Ndr2 is located downstream of Mst kinases and can be activated
by these kinases upon TCR-stimulation.
In an unbiased screen we identified an RXPT/S motif as
putative phosphorylation site for Ndr2. We demonstrated that
the corresponding motif around serine 2152 of FLNa is a target
site for Ndr2 kinase in vitro and in vivo. Serine 2152 within FLNa
represents the main phosphorylation site as shown by several
studies. Treatment of cells with various stimuli e.g., insulin
(53), insulin-like growth factor-I (57), epidermal growth factor
(58), arsenic (59), cAMP or agonists that increase intracellular
cAMP levels (60–64) leads to S2152 phosphorylation of FLNa
in epithelial, platelets, smooth muscle cells, cancer cells and
fibroblasts, respectively. To our knowledge, this is the first report
showing that TCR-stimulation also triggers the phosphorylation
of FLNa at S2152.
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data reveal that Ndr2 provides a positive regulatory signal for
affinity modulation of LFA-1 leading to adhesion and activation
of T cells. Since Mst1-deficient T cells exhibit a defect in LFA-1
clustering (32) it is likely that activated Ndr2 through Mst1/Mob1
modulates LFA-1 clustering and FAK1 activity to terminate
adhesion.
Previous studies using Talin-deficient CD4+ T cells or CD4+
T cells expressing a LFA-1 mutant deficient in Kindlin-3 binding
showed an attenuated antigen-specific CD4+ T-cell activation in
vivo (9, 67). Therefore it is likely that loss of Ndr2 in CD4+ T cells
would also interfere with interaction of APCs to promote T-cell
activation and proliferation in vivo. Clearly further experiments
are required to address these issues.
Based on these observations we suggest the following
molecular interaction model (Figure S7): TCR-mediated
activation of Ndr2 probably by Mst1/2 kinases (step 1) leads to
phosphorylation of FLNa at S2152 (step 2). This phosphorylation
event releases FLNa from LFA-1 (step 3), thereby allowing the
association of Talin and Kindlin-3 with LFA-1 (step 4). The
inducible interaction with Talin and Kindlin-3 will mediate the
induction of the high affinity status of LFA-1 (step 5). Strikingly,
the activation dynamics of Ndr2 are comparable to the increase of
FLNa phosphorylation at S2152 and Talin/Kindlin-3 association
with LFA-1, all of which can be detected within 5 min after TCR
stimulation. However, Ndr2 activity appears to decay faster than
the FLNa phosphorylation levels of S2152 and the formation of
the LFA-1/Talin/Kindlin complex indicating that Ndr2 is critical
for the initiation of these processes but additional factors are
involved in the maintenance of LFA-1 open conformation and
FLNa phosphorylation.
In addition to Ndr2, the p21-activated kinase 1 (Pak1) has
been described to phosphorylate FLNa at S2152 in vitro and in
vivo (68). This kinase is recruited to the immunological synapse
(IS) (69, 70). In Jurkat T cells a trimolecular complex was
identified consisting of Pak, the guanine nucleotide exchange
factor PIX and the ADF-ribosylation factor-activating protein
(Arf-GAP) GIT (69). The recruitment of Pak to the IS is
dependent on the interaction with PIX and is also important
for its activation (69). Evidence that activated Pak might be
involved in TCR-mediated LFA-1 activation is shown by the
study of Missi (70). Here the authors analyzed α-PIX-deficient
T cells. Molecular events that were altered in these lymphocytes
include decreased GIT2 (an isoform of GIT) expression, Pak
phosphorylation and recruitment of Pak and LFA-1 to the IS
(70). The reduced LFA-1 in the IS correlates with an attenuated
interaction of α-PIX-deficient T cells with APCs (70). Pak1
might also indirectly regulate TCR-mediated LFA-1 activation
and adhesion through activation of phospholipase C gamma

1 (PLCγ1) to promote Rap1 activation. The disruption of
the PIX-Pak interaction or the overexpression of a dominant
negative mutant of Pak attenuated PLCγ1 phosphorylation
upon stimulation with superantigen-loaded B cells (69) or
after TCR triggering with antibodies (71). PLCγ1 hydrolyzes
phosphatidylinositol 4,5-biphosphate to produce diacylglycerol
(DAG) and Inositol triphosphate (IP3 ), which in turn increases
the level of intracellular free calcium (72). Katagiri and colleagues
identified a guanine nucleotide exchange factor that contains
both calcium and DAG binding domains (CalDAG-GEFI)
downstream of PLCγ1 that regulated TCR-mediated Rap1
activation to facilitate T-cell adhesion (73). However, whether
Pak1 regulates TCR-mediated adhesion independently of FLNa
phosphorylation at S2152 via Rap1 activation or is interrelated
with the Ndr2-pathway of FLNa phosphorylation clearly requires
further investigations.
In conclusion we demonstrate that the serine/threonine kinase
Ndr2, in addition to its critical role for apoptosis, cell polarity
and proliferation (34, 35), is indispensable for TCR-induced LFA1 activation. Ndr2-dependent phosphorylation of FLNa at S2152
seems to be the initial step of LFA-1 activation to switch from
the closed to the open high affinity conformation of this integrin
required for ligand binding.

AUTHOR CONTRIBUTIONS
BS, OS, and SK conceived and designed the research. NW, AS,
CM, AR, and YD designed and performed experiments, and
analyzed data. ED and BT performed and characterized Ndr
phosphorylation specificity. CF provided purified GST, GSTCD18cyt , and GST Igl repeats 19–24 of human FLNa fusion
proteins. PR and AM prepared T/B cell pairs for confocal
microscopy. BS, OS, and SK prepared the manuscript.

ACKNOWLEDGMENTS
We thank P. A. Silver, M. Humphries, D. Billadeau, and M. A.
Del Pozo for providing reagents. We are thankful to A. Ramonat,
G. Weitz, G. Höbbel, L. Philipsen, and S. Bonifatius for excellent
technical assistance. This work was supported by the Deutsche
Forschungsgemeinschaft grants CRC854 B10, B12, B19,
and Z01.

SUPPLEMENTARY MATERIAL
The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fimmu.
2018.02852/full#supplementary-material

REFERENCES

3. Stewart MP, McDowall A, Hogg N. LFA-1-mediated adhesion
is regulated by cytoskeletal restraint and by a Ca2+-dependent
protease, calpain. J Cell Biol. (1998) 140:699–707. doi: 10.1083/jcb.
140.3.699
4. Abram CL, Lowell CA. Leukocyte adhesion deficiency syndrome:
a controversy solved. Immunol Cell Biol. (2009) 87:440–2.
doi: 10.1038/icb.2009.32

1. Hogg N, Patzak I, Willenbrock F. The insider’s guide to leukocyte
integrin signalling and function. Nat Rev Immunol. (2011) 11:416–26.
doi: 10.1038/nri2986
2. Kinashi T. Intracellular signalling controlling integrin activation in
lymphocytes. Nat Rev Immunol. (2005) 5:546–59. doi: 10.1038/nri1646

Frontiers in Immunology | www.frontiersin.org

14

December 2018 | Volume 9 | Article 2852

Waldt et al.

Ndr2 and LFA-1 Signaling

5. Takala H, Nurminen E, Nurmi SM, Aatonen M, Strandin T, Takatalo
M, et al. β2 integrin phosphorylation on Thr758 acts as a molecular
switch to regulate 14-3-3 and filamin binding. Blood (2008) 112:1853–62.
doi: 10.1182/blood-2007-12-127795
6. Ishihara S, Nishikimi A, Umemoto E, Miyasaka M, Saegusa M, Katagiri K.
Dual functions of Rap1 are crucial for T-cell homeostasis and prevention of
spontaneous colitis. Nat Commun. (2015) 6:8982. doi: 10.1038/ncomms9982
7. Li YF, Tang RH, Puan KJ, Law SK, Tan SM. The cytosolic protein talin
induces an intermediate affinity integrin alphaLbeta2. J Biol Chem. (2007)
282:24310–9. doi: 10.1074/jbc.M701860200
8. Simonson WT, Franco SJ, Huttenlocher A. Talin1 regulates
TCR-mediated LFA-1 function. J Immunol. (2006) 177:7707–14.
doi: 10.4049/jimmunol.177.11.7707
9. Wernimont SA, Wiemer AJ, Bennin DA, Monkley SJ, Ludwig T, Critchley DR,
et al. Contact-dependent T cell activation and T cell stopping require talin1. J
Immunol. (2011) 187:6256–67. doi: 10.4049/jimmunol.1102028
10. Kondo N, Ueda Y, Kita T, Ozawa M, Tomiyama T, Yasuda K, et al.
NDR1-dependent regulation of kindlin-3 controls high-affinity LFA-1 binding
and immune synapse organization. Mol Cell Biol. (2017) 37:e00424-16.
doi: 10.1128/MCB.00424-16
11. Manevich-Mendelson E, Feigelson SW, Pasvolsky R, Aker M, Grabovsky V,
Shulman Z, Kilic et al. Loss of Kindlin-3 in LAD-III eliminates LFA-1 but
not VLA-4 adhesiveness developed under shear flow conditions. Blood (2009)
114:2344–53. doi: 10.1182/blood-2009-04-218636
12. Margadant C, Monsuur HN, Norman JC, Sonnenberg A Mechanisms of
integrin activation and trafficking. Curr Opin Cell Biol. (2011) 23:607–14.
doi: 10.1016/j.ceb.2011.08.005
13. Gahmberg CG, Fagerholm SC, Nurmi SM, Chavakis T, Marchesan S,
Gronholm M. Regulation of integrin activity and signalling. Biochim Biophys
Acta (2009) 1790:431–44. doi: 10.1016/j.bbagen.2009.03.007
14. Kiema T, Lad Y, Jiang P, Oxley CL, Baldassarre M, Wegener KL, et al. The
molecular basis of filamin binding to integrins and competition with talin.
Mol Cell (2006) 21:337–47. doi: 10.1016/j.molcel.2006.01.011
15. Bos JL, de Rooij J, Reedquist KA. Rap1 signaling: adhering to new models. Nat
Rev Mol Cell Biol. (2001) 2:369–77. doi: 10.1038/35073073
16. Katagiri K, Maeda A, Shimonaka M, Kinashi T. RAPL, a Rap1-binding
molecule that mediates Rap1-induced adhesion through spatial regulation of
LFA-1. Nat Immunol. (2003) 4:741–8. doi: 10.1038/ni950
17. Lafuente EM, van Puijenbroek AA, Krause M, Carman CV, Freeman GJ,
Berezovskaya A, et al. RIAM, an Ena/VASP and profilin ligand, interacts with
Rap1-GTP and mediates Rap1-induced adhesion. Dev Cell (2004) 7:585–95.
doi: 10.1016/j.devcel.2004.07.021
18. Patsoukis N, Bardhan K, Weaver JD, Sari D, Torres-Gomez A, Li L, et al.
The adaptor molecule RIAM integrates signaling events critical for integrinmediated control of immune function and cancer progression. Sci Signal
(2017) 10:eaam8298. doi: 10.1126/scisignal.aam8298
19. Witte A, Degen J, Baumgart K, Waldt N, Kuropka B, Freund C, et al.
Emerging roles of ADAP, SKAP55, and SKAP-HOM for integrin and
NF-κB signaling in T cells. Clin Cell Immunol. (2012) S12:002 1–8.
doi: 10.4172/2155-9899.S12-002
20. Wang H, Rudd CE. SKAP-55, SKAP-55-related and ADAP adaptors modulate
integrin-mediated immune-cell adhesion. Trends Cell Biol. (2008) 18:486–93.
doi: 10.1016/j.tcb.2008.07.005
21. Griffiths EK, Krawczyk C, Kong YY, Raab M, Hyduk SJ, Bouchard D, et al.
Positive regulation of T cell activation and integrin adhesion by the adapter
Fyb/Slap. Science (2001) 293:2260–3. doi: 10.1126/science.1063397
22. Peterson EJ, Woods ML, Dmowski SA, Derimanov G, Jordan MS, Wu JN, et al.
Coupling of the TCR to integrin activation by Slap-130/Fyb. Science (2001)
293:2263–5. doi: 10.1126/science.1063486
23. Wang H, Moon EY, Azouz A, Wu X, Smith A, Schneider H, et al. SKAP55 regulates integrin adhesion and formation of T cell-APC conjugates. Nat
Immunol. (2003) 4:366–74. doi: 10.1038/ni913
24. Menasche G, Kliche S, Chen EJ, Stradal TE, Schraven B, Koretzky G.
RIAM links the ADAP/SKAP-55 signaling module to Rap1, facilitating Tcell-receptor-mediated integrin activation. Mol Cell Biol. (2007) 27:4070–81.
doi: 10.1128/MCB.02011-06
25. Raab M, Wang H, Lu Y, Smith X, Wu Z, Strebhardt K, et al. T cell
receptor “inside-out” pathway via signaling module SKAP1-RapL regulates

Frontiers in Immunology | www.frontiersin.org

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.
36.

37.

38.

39.

40.

41.

42.

43.

44.

15

T cell motility and interactions in lymph nodes. Immunity (2010) 32:541–56.
doi: 10.1016/j.immuni.2010.03.007
Lim D, Lu Y, Rudd CE. Non-cleavable talin rescues defect in the T-cell
conjugation of T-cells deficient in the immune adaptor SKAP1. Immunol Lett.
(2016) 172:40–46. doi: 10.1016/j.imlet.2016.02.004
Ophir MJ, Liu BC, Bunnell SC. The N terminus of SKAP55 enables T cell
adhesion to TCR and integrin ligands via distinct mechanisms. J Cell Biol.
(2013) 203:1021–41. doi: 10.1083/jcb.201305088
Raab M, Smith X, Matthess Y, Strebhardt K, Rudd CE. SKAP1 protein PH
domain determines RapL membrane localization and Rap1 protein complex
formation for T cell receptor (TCR) activation of LFA-1. J Biol Chem. (2011)
286:29663–70. doi: 10.1074/jbc.M111.222661
Raab M, Lu Y, Kohler K, Smith X, Strebhardt K, Rudd CE. LFA-1 activates
focal adhesion kinases FAK1/PYK2 to generate LAT-GRB2-SKAP1 complexes
that terminate T-cell conjugate formation. Nat Commun. (2017) 8:16001.
doi: 10.1038/ncomms16001
Avruch J, Zhou D, Fitamant J, Bardeesy N, Mou F, Barrufet LR. Protein kinases
of the Hippo pathway: regulation and substrates. Semin Cell Dev Biol. (2012)
23:770–84. doi: 10.1016/j.semcdb.2012.07.002
Katagiri K, Imamura M, Kinashi T. Spatiotemporal regulation of
the kinase Mst1 by binding protein RAPL is critical for lymphocyte
polarity and adhesion. Nat Immunol. (2006) 7:919–28. doi: 10.1038/
ni1374
Katagiri K, Katakai T, Ebisuno Y, Ueda Y, Okada T, Kinashi T. Mst1 controls
lymphocyte trafficking and interstitial motility within lymph nodes. EMBO J.
(2009) 28:1319–31. doi: 10.1038/emboj.2009.82
Zhou D, Medoff BD, Chen L, Li L, Zhang XF, Praskova M, et al. The
Nore1B/Mst1 complex restrains antigen receptor-induced proliferation
of naive T cells. Proc Natl Acad Sci USA (2008) 105:20321–6.
doi: 10.1073/pnas.0810773105
Hergovich A, Stegert MR, Schmitz D, Hemmings BA. NDR kinases regulate
essential cell processes from yeast to humans. Nat Rev Mol Cell Biol. (2006)
7:253–64. doi: 10.1038/nrm1891
Hergovich A. The roles of NDR protein kinases in hippo signalling. Genes
(2016) 7:1–16. doi: 10.3390/genes7050021
Tang F, Gill J, Ficht X, Barthlott T, Cornils H, Schmitz-Rohmer D, et al. The
kinases NDR1/2 act downstream of the Hippo homolog MST1 to mediate both
egress of thymocytes from the thymus and lymphocyte motility. Sci Signal
(2015) 8:ra100. doi: 10.1126/scisignal.aab2425
Schmitz-Rohmer D, Probst S, Yang ZZ, Laurent F, Stadler MB, Zuniga
A, et al. NDR kinases are essential for somitogenesis and cardiac looping
during mouse embryonic development. PLoS ONE (2015) 10:e0136566.
doi: 10.1371/journal.pone.0136566
Cornils H, Stegert MR, Hergovich A, Hynx D, Schmitz D, Dirnhofer S,
et al. Ablation of the kinase NDR1 predisposes mice to the development
of T cell lymphoma. Sci Signal (2010) 3:ra47. doi: 10.1126/scisignal.
2000681
Demiray YE, Rehberg K, Kliche S, Stork O. Ndr2 kinase controls neurite
outgrowth and dendritic branching through α1 integrin expression. Front Mol
Neurosci. (2018) 11:66. doi: 10.3389/fnmol.2018.00066
Rehberg K, Kliche S, Madencioglu DA, Thiere M, Müller B, Meineke
BM, et al. The serine/threonine kinase Ndr2 controls integrin trafficking
and integrin-dependent neurite growth. J Neurosci. (2014) 34:5342–54.
doi: 10.1523/JNEUROSCI.2728-13.2014
Kliche S, Breitling D, Togni M, Pusch R, Heuer K, Wang X, et al. The
ADAP/SKAP55 signaling module regulates T-cell receptor-mediated integrin
activation through plasma membrane targeting of Rap1. Mol Cell Biol. (2006)
26:7130–44. doi: 10.1128/MCB.00331-06
Devroe E, Erdjument-Bromage H, Tempst P, Silver PA. Human Mob proteins
regulate the NDR1 and NDR2 serine-threonine kinases. J Biol Chem. (2004)
279:24444–5 doi: 10.1074/jbc.M401999200
Muriel O, Echarri A, Hellriegel C, Pavón DM, Beccari L, Del Pozo MA.
Phosphorylated filamin A regulates actin-linked caveolae dynamics. J Cell Sci.
(2011) 124:2763–76. doi: 10.1242/jcs.080804
Travis MA, van der Flier A, Kammerer RA, Mould AP, Sonnenberg A,
Humphries MJ. Interaction of filamin A with the integrin beta 7 cytoplasmic
domain: role of alternative splicing and phosphorylation. FEBS Lett. (2004)
569:185–90. doi: 10.1016/j.febslet.2004.04.099

December 2018 | Volume 9 | Article 2852

Waldt et al.

Ndr2 and LFA-1 Signaling

60. Davies P, Shizuta Y, Olden K, Gallo M, Pastan I. Phosphorylation of filamin
and other proteins in cultured fibroblasts. Biochem Biophys Res Commun.
(1977) 74:300–7. doi: 10.1016/0006-291X(77)91408-5
61. Wallach D, Davies PJ, Pastan I. Cyclic AMP-dependent phosphorylation of
filamin in mammalian smooth muscle. J Biol Chem. (1978) 253:4739–45.
62. Carroll RC, Gerrard JM. Phosphorylation of platelet actin-binding protein
during platelet activation. Blood (1982) 59:466–71.
63. Chen M, Stracher A. In situ phosphorylation of platelet actin-binding protein
by cAMP-dependent protein kinase stabilizes it against proteolysis by calpain.
J Biol Chem (1989) 264:14282–9.
64. Wu MP, Jay D, Stracher A. Existence of multiple phosphorylated forms of
human platelet actin binding protein. Cell Mol Biol Res. (1994) 40:351–7.
65. Pons M, Izquierdo I, Andreu-Carbo M, Garrido G, Planagumà J, Muriel
O, et al. Phosphorylation of filamin A regulates chemokine receptor CCR2
recycling. J Cell Sci (2017) 130:490–501. doi: 10.1242/jcs.193821
66. Feigelson SW, Grabovsky V, Manevich-Mendelson E, Pasvolsky R, Shulman
Z, et al. Kindlin-3 is required for the stabilization of TCR-stimulated LFA1:ICAM-1 bonds critical for lymphocyte arrest and spreading on dendritic
cells. Blood (2011) 117:7042–52. doi: 10.1182/blood-2010-12-322859
67. Morrison VL, Uotila LM, Llort Asens M, Savinko T, Fagerholm SC. Optimal
T cell activation and B cell antibody responses in vivo require the interaction
between leukocyte function-associated antigen-1 and kindlin-3. J Immunol.
(2015) 195:105–15. doi: 10.4049/jimmunol.1402741
68. Vadlamudi RK, Li F, Adam L, Nguyen D, Ohta Y, Stossel TP, et al. Filamin
is essential in actin cytoskeletal assembly mediated by p21-activated kinase 1.
Nat Cell Biol. (2002) 4:681–90. doi: 10.1038/ncb838
69. Phee H, Abraham RT, Weiss A. Dynamic recruitment of PAK1 to the
immunological synapse is mediated by PIX independently of SLP-76 and
Vav1. Nat Immunol. (2005) 6:608–17. doi: 10.1038/ni1199
70. Missy K, Hu B, Schilling K, Harenberg A, Sakk V, Kuchenbecker K,
et al. AlphaPIX Rho GTPase guanine nucleotide exchange factor regulates
lymphocyte functions and antigen receptor signaling. Mol Cell Biol. (2008)
28:3776–89. doi: 10.1128/MCB.00507-07
71. Ku GM, Yablonski D, Manser E, Lim L, Weiss A. A PAK1-PIX-PKL complex
is activated by the T-cell receptor independent of Nck, Slp-76 and LAT. EMBO
J. (2001) 20:457–65. doi: 10.1093/emboj/20.3.457
72. Kim MJ, Kim E, Ryu SH, Suh PG. The mechanism of
phospholipase C-gamma1 regulation. Exp Mol Med. (2000) 32:101–9.
doi: 10.1038/emm.2000.18
73. Katagiri K, Shimonaka M, Kinashi T. Rap1-mediated lymphocyte
function-associated antigen-1 activation by the T cell antigen receptor is
dependent on phospholipase C-gamma1. J Biol Chem. (2004) 279:11875–81.
doi: 10.1074/jbc.M310717200

45. Moser M, Bauer M, Schmid S, Ruppert R, Schmidt S, Sixt M, et al.. Kindlin-3 is
required for beta2 integrin-mediated leukocyte adhesion to endothelial cells.
Nat Med. (2009) 15:300–5. doi: 10.1038/nm.1921
46. Stork O, Zhdanov A, Kudersky A, Yoshikawa T, Obata K, Pape HC. Neuronal
functions of the novel serine/threonine kinase Ndr2. J Biol Chem. (2004)
279:45773–81. doi: 10.1074/jbc.M403552200
47. Witte A, Meineke B, Sticht J, Philipsen L, Kuropka B, Müller AJ, et al. D120
and K152 within the PH Domain of T cell adapter SKAP55 regulate plasma
membrane targeting of SKAP55 and LFA-1 affinity modulation in human T
lymphocytes. Mol Cell Biol. (2017) 37:e00509-16. doi: 10.1128/MCB.00509-16
48. Parzmair GP, Gereke M, Haberkorn O, Annemann M, Podlasly L, Kliche
S, et al. ADAP plays a pivotal role in CD4+ T cell activation but is
only marginally involved in CD8+ T cell activation, differentiation,
and immunity to pathogens. J Leukoc Biol. (2017) 101:407–19.
doi: 10.1189/jlb.1A0216-090RR
49. Horn J, Wang X, Reichardt P, Stradal TE, Warnecke N, Simeoni L, et al.
Src homology 2-domain containing leukocyte-specific phosphoprotein of 76
kDa is mandatory for TCR-mediated inside-out signaling, but dispensable
for CXCR4-mediated LFA-1 activation, adhesion, and migration of T cells. J
Immunol. (2009) 183:5756–67. doi: 10.4049/jimmunol.0900649
50. Wang X, Simeoni L, Lindquist JA, Saez-Rodriguez J, Ambach A, Gilles
ED, et al. Dynamics of proximal signaling events after TCR/CD8-mediated
induction of proliferation or apoptosis in mature CD8+ T cells. J Immunol.
(2008) 180:6703–12. doi: 10.4049/jimmunol.180.10.6703
51. Kliche S, Worbs T, Wang X, Degen J, Patzak I, Meineke B, et al.
CCR7-mediated LFA-1 functions in T cells are regulated by 2
independent ADAP/SKAP55 modules. Blood (2012) 119:777–85.
doi: 10.1182/blood-2011-06-362269
52. Hutti JE, Jarrell ET, Chang JD, Abbott DW, Storz P, Toker A, et al. A
rapid method for determining protein kinase phosphorylation specificity. Nat
Methods (2004) 1:27–9. doi: 10.1038/nmeth708
53. Sato T, Ishii J, Ota Y, Sasaki E, Shibagaki Y, Hattori S. Mammalian
target of rapamycin (mTOR) complex 2 regulates filamin A-dependent
focal adhesion dynamics and cell migration. Genes Cells (2016) 21:579–93.
doi: 10.1111/gtc.12366
54. Suzuki JI, Yamasaki S, Wu J, Koretzky GA, Saito T. The actin cloud induced by
LFA-1–mediated outside-in signals lowers the threshold for T-cell activation.
Blood (2007) 109:168–75. doi: 10.1182/blood-2005-12-020164
55. Perez OD, Mitchell D, Jager GC, South S, Murriel C, McBride J, et al. Leukocyte
functional antigen 1 lowers T cell activation thresholds and signaling through
cytohesin-1 and Jun-activating binding protein 1. Nat Immunol. (2003)
4:1083–92. doi: 10.1038/ni984
56. Stegert MR, Hergovich A, Tamaskovic R, Bichsel SJ, Hemmings B. Regulation
of NDR protein kinase by hydrophobic motif phosphorylation mediated by
the mammalian Ste20-like kinase MST3. Mol Cell Biol. (2005). 25:11019–29.
doi: 10.1128/MCB.25.24.11019-11029.2005
57. Ravid D, Chuderland D, Landsman L, Lavie Y, Reich R, Liscovitch M. Filamin
A is a novel caveolin-1-dependent target in IGF-I-stimulated cancer cell
migration. Exp Cell Res. (2008) 314:2762–73. doi: 10.1016/j.yexcr.2008.06.004
58. Woo MS, Ohta Y, Rabinovitz I, Stossel TP, Blenis J. Ribosomal S6 kinase (RSK)
regulates phosphorylation of filamin A on an important regulatory site. Mol
Cell Biol. (2004) 24:3025–35. doi: 10.1128/MCB.24.7.3025-3035.2004
59. Li L, Lu L, Chen F. Filamin A phosphorylation by Akt promotes
cell migration in response to arsenic. Oncotarget (2015) 20:12009–19.
doi: 10.18632/oncotarget.3617

Frontiers in Immunology | www.frontiersin.org

Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.
Copyright © 2018 Waldt, Seifert, Demiray, Devroe, Turk, Reichardt, Mix, Reinhold,
Freund, Müller, Schraven, Stork and Kliche. This is an open-access article distributed
under the terms of the Creative Commons Attribution License (CC BY). The use,
distribution or reproduction in other forums is permitted, provided the original
author(s) and the copyright owner(s) are credited and that the original publication
in this journal is cited, in accordance with accepted academic practice. No use,
distribution or reproduction is permitted which does not comply with these terms.

16

December 2018 | Volume 9 | Article 2852

