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SUPPLEMENTARY FIGURES LEGENDS 

 
SUPPL. FIGURE S1 Talin H58-H62 in C2C12 cells. Cells expressing the talin H58-H62-(GFP) domain 
constructs were co-stained for vinculin (A-C) or F-actin (D). Talin-H58-H62 expression frequently 
resulted in aberrantly shaped adhesion sites and curved F-actin bundles (C, D). Size bar 10µm (A-D). 
 
SUPPL. FIGURE S2 Vinculin head binding to VBS helices. A, Spot peptide analysis of Vh and Vh 
A50I binding to mutated VBS peptides H50 and H58 of talin rod. Note the strong interaction of Vh A50I 
with wild type helix H50. B, Limited tryptic cleavage of Vh D1 and talin constructs. Note that vinculin 
head is protected from trypsin digest in a complex with talin H50-H56. (red frame). C, The Vh D1 – talin 
complex (B) was purified (not shown). The protected stable fragments from Vh D1 and talin (H50, 
residues 2071-2104) were separated by HPLC and then cleaved again with trypsin for identification by 
MALDI  MS analysis. 
 
SUPPL. FIGURE S3 Comparison of talin and talinC protein kinetics in FAs. Fluorescence images of 
GFP-tagged constructs and graphs of normalized recovery curves (n>10) for talin (red) and talinC 
(green). Half life times of tethered (t1/2(I), light colour) and bound protein (t1/2(II), dark colour) for both 
constructs were calculated from bi-exponential fit of recovery curves. The relative distributions between 
the immobile (IF, white), the bound (II, dark colour), and the tethered (I, light colour) fraction of both 
proteins in FAs are indicated. 
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SUPPL. FIGURE S1 Talin H58-H62 in C2C12 cells. 



residuesMr (det.)
[Da] 

Mr (calc.)
[Da] 

736.9 737.4 220-228
974.5 974.5 231-236

1175.9 1175.6 237-246
1462.9 1462.7 247-258

n.d. 289.1 229-230
sum 4568 Vh 220-258

988.6 988.6 2071-2085
1626.3 1625.9 2090-2099

n.d. 432.2 2086-2089
n.d. 417.2 2100-2104

sum 3410 talin 2071-2104
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SUPPL. FIGURE S2 Vinculin head binding to VBS helices
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SUPPL. FIGURE S3 Comparison of talin and talinC protein kinetics in FAs. 




