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SiR (AT5G04590) 

ATPS 1/ APS 1 (AT3G22890) 
ATPS 3/ APS 3 (AT4G14680) 
ATPS 4/ APS 4 (AT5G43780) 

APR 1 (AT4G04610) 
APR 2 (AT1G62180) 
APR 3 (AT4G21990) 
 

APK 1 (AT2G14750) 
APK 2 (AT4G39940) 
APK 4 (AT5G67520) 
 

OASB  (AT2G43750) 
 

SAT/ Serat 2;1  
(AT1G55920) 

ATPS 2/ APS 2  
(AT1G19920) 

APK 3  
(AT3G03900) 

SOT  7  (AT1G28170) 
SOT 12 (AT2G03760) 
SOT 16 (AT1G74100) 
SOT 17 (AT1G18590) 
SOT 18 (AT1G74090) 
 

GGT 1 (AT4G39640) 
GGT 2 (AT4G39650) 
GGT 3 (AT1G69820) 
GGT 4 (AT4G29210) 
 

GR1 (AT3G24170) 
GR   (AT3G54660) 

CAT1 (AT1G20630) 
CAT2 (AT4G35090) 
CAT3 (AT1G20620) 

SO (AT3G01910) 

OASC (AT3G03630) 
CYSC1 (AT3G61440) 

SAT/ Serat 2;2  
(AT3G13110) 

OASA1 (AT4G14880) 
OASA2 (AT3G22460) 

SAT/ Serat 1;1 (AT5G56760) 
SAT/ Serat 3;1 (AT2G17640) 
SAT/ Serat 3;2 (AT4G35640) 

Y-ECS/ GSH1  
(AT4G23100) 

GSHS/ GSHS2  
(AT5G27380) 

CLT1 (AT5G19380) 
CLT2 (AT4G24460) 
CLT3 (AT5G12170) 
 

SAM/ SAM1 (AT1G02500) 
SAM/ SAM2 (AT4G01850) 
SAM/ MAT3 (AT2G36880) 
SAM/ MTO3 (AT3G17390) 
 

MS/ MS3  
(AT5G20980) 

MS/ MS1  
(AT5G17920) 
MS/ MS2  
(AT3G03780) 

CBL/ CBL  
(AT3G57050) 
CBL/ CORI3  
(AT4G23600) 

TS/ TS1/ MTO2 (AT4G29840) 
TS/ TS2 (AT1G72810) 

CCGS (AT1G33320) 
GS/ CGS1/ MTO1  
(AT3G01120) 

Thr 

GSHS/ GSHS2  
(AT5G27380) 

Color Range: 
 

Mixed colors occur with differentially regulated splice variants 

 5 ≥ fold-change  ≤ 10 

fold-change > 10  

-5 ≤ fold-change ≥ -10 

 fold-change < -10 

GST subfamilies 



SULTR 1 

Sulfur uptake roots, 
phloem 

SULTR 1;1/SULTR 1;2 

- root epidermis, cortex 

- high affinity 

SULTR 1;3 

- phloem, control of sulfur 
transport from sink to 

source organs 

- high affinity 

SULTR 2 

influx of sulfate into xylem 
cells, expressed in central 

cylinder 

SULTR 2;1 
- in roots and shoots, 

located in central cylinder 
- in shoots transport of 

apoplastic sulfate 
- low affinity 

SULTR 2;2 
- expressed in phloem 

companion cells  
- low affinity 

SULTR 3 

activtiy as sulfate 
transporters in A. thaliana 

not confirmed yet 

SULTR 3;5  
- cofaciliates transport by 

SULTR 2;1 

SULTR 3 homologue from 
L. japonicus is important 
for rhizobia interaction 

SULTR 4 

vacuolar efflux of sulfate  

SULT 4;1/4;2 

SULTR 5 

sulfate-transporter like 
proteins 

no N- and C-terminal 
hydrophilic extensions, no 

STAS domain 

SULTR 5;2  
- molybdate transporter 

MOT1 

Sulfate transporters SULTR 
[4 groups, 12 members] 


